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<160> 6 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 1223 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> ruRNA 

<222> (1) . . . (1223) 

<223> ApoE mRNA, e2 variant 

<221> CDS 

<222> (84) . . . (1037) 

<221> sig_peptide 
<222> (84) . . . (137) 

<221> mat_peptide 
<222> (138) . . . (1037) 

<400> 1 

gggatccttg agtcctactc agccccagcg gaggtgaagg acgtccttcc ccaggagccg .60 
actggccaat cacaggcagg aag atg aag gtt ctg tgg get gcg ttg ctg gtc 113 

Met Lys Val Leu Trp Ala Ala Leu Leu Val 
-15 -10 

aca ttc ctg gca gga tgc cag gcc aag gtg gag caa gcg gtg gag aca 161 
Thr Phe Leu Ala Gly Cys Gin Ala Lys Val Glu Gin Ala Val Glu Thr 
-5 15 



gag ccg gag ccc gag ctg cgc cag cag acc gag tgg cag age ggc cag 209 
Glu Pro Glu Pro Glu Leu Arg Gin Gin Thr Glu Trp Gin Ser Gly Gin 
10 15 20 



cgc tgg gaa ctg gca ctg ggt cgc ttt tgg gat tac ctg cgc tgg gtg 257 
Arg Trp Glu Leu Ala Leu Gly Arg Phe Trp Asp Tyr Leu Arg Trp Val 
25 30 35 40 

cag aca ctg tct gag cag gtg cag gag gag ctg etc age tec cag gtc 305 
Gin Thr Leu Ser Glu Gin Val Gin Glu Glu Leu Leu Ser Ser Gin Val 
45 50 55 

ace cag gaa ctg agg gcg ctg atg gae gag ace atg aag gag ttg aag 353 
Thr Gin Glu Leu Arg Ala Leu Met Asp Glu Thr Met Lys Glu Leu Lys 
60 65 70 

gcc tac aaa teg gaa ctg gag gaa caa ctg ace ccg gtg gcg gag gag 401 
Ala Tyr Lys Ser Glu Leu Glu Glu Gin Leu Thr Pro Val Ala Glu Glu 
75 80 85 

aeg egg gca egg ctg tec aag gag ctg cag gcg gcg cag gcc egg ctg 44 9 
Thr Arg Ala Arg Leu Ser Lys Glu Leu Gin Ala Ala Gin Ala Arg Leu 
90 95 100 

ggc gcg gae atg gag gac gtg tgc ggc cgc ctg gtg cag tac cgc ggc 497 
Gly Ala Asp Met Glu Asp Val Cys Gly Arg Leu Val Gin Tyr Arg Gly 
105 110 115 120 

gag gtg cag gcc atg etc ggc cag age ace gag gag ctg egg gtg cgc 545 
Glu Val Gin Ala Met Leu Gly Gin Ser Thr Glu Glu Leu Arg Val Arg 
125 130 135 

etc gcc tec cac ctg cgc aag ctg egt aag egg etc etc cgc gat gcc 593 
Leu Ala Ser His Leu Arg Lys Leu Arg Lys Arg Leu Leu Arg Asp Ala 
140 145 150 

gat gac ctg cag aag tgc ctg gca gtg tac cag gcc ggg gcc cgc gag 641 
Asp Asp Leu Gin Lys Cys Leu Ala Val Tyr Gin Ala Gly Ala Arg Glu 
155 160 165 

ggc gee gag cgc ggc etc age gcc ate cgc gag cgc ctg ggg ccc ctg 689 
Gly Ala Glu Arg Gly Leu Ser Ala lie Arg Glu Arg Leu Gly Pro Leu 
170 175 180 

gtg gaa cag ggc cgc gtg egg gcc gcc act gtg ggc tec ctg gcc ggc 737 
Val Glu Gin Gly Arg Val Arg Ala Ala Thr Val Gly Ser Leu Ala Gly 
185 190 195 200 

cag ccg eta cag gag egg gcc cag gcc tgg ggc gag egg ctg cgc gcg 785 
Gin Pro Leu Gin Glu Arg Ala Gin Ala Trp Gly Glu Arg Leu Arg Ala 
205 210 215 

egg atg gag gag atg ggc age egg ace cgc gac cgc ctg gac gag gtg 833 
Arg Met Glu Glu Met Gly Ser Arg Thr Arg Asp Arg Leu Asp Glu Val 
220 225 230 

aag gag cag gtg gcg gag gtg cgc gcc aag ctg gag gag cag gcc cag 881 
Lys Glu Gin Val Ala Glu Val Arg Ala Lys Leu Glu Glu Gin Ala Gin 
235 240 245 



cag ata cgc ctg cag gcc gag gcc ttc cag gcc cgc etc aag age tgg 
Gin lie Arg Leu Gin Ala Glu Ala Phe Gin Ala Arg Leu Lys Ser Trp 
250 255 260 



929 



ttc gag ccc ctg gtg gaa gac atg cag cgc cag tgg gcc ggg ctg gtg 977 
Phe Glu Pro Leu Val Glu Asp Met Gin Arg Gin Trp Ala Gly Leu Val 
265 270 275 280 

gag aag gtg cag get gcc gtg gge ace age gee gcc cct gtg ccc age 1025 
Glu Lys Val Gin Ala Ala Val Gly Thr Ser Ala Ala Pro Val Pro Ser 

285 290 295 

gac aat cac tga acgecgaage etgeagceat gcgaecccae geeaccccgt 1077 
Asp Asn His * 



gcctcctgcc tccgcgcagc ctgcagcggg agaccctgtc cccgccccag ccgtcctcct 1137 
ggggtggacc ctagtttaat aaagattcac caagtttcac geaaaaaaaa aaaaaaaaaa 1197 
aaaaaaaaaa aaaaaaaaaa aaaaaa 1223 



<210> 2 
<211> 317 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> SIGNAL 
<222> (1) ... (18) 



<400> 2 



Met 


Lys 


Val 


Leu 


Trp 


Ala 


Ala 


Leu 


Leu 


Val 


Thr 


Phe 


Leu 


Ala 


Gly 


Cys 








-15 










-10 










-5 






Gin 


Ala 


Lys 


Val 


Glu 


Gin 


Ala 


Val 


Glu 


Thr 


Glu 


Pro 


Glu 


Pro 


Glu 


Leu 






1 








5 










10 










Arg 


Gin 


Gin 


Thr 


Glu 


Trp 


Gin 


Ser 


Gly 


Gin 


Arg 


Trp 


Glu 


Leu 


Ala 


Leu 


15 










20 










25 










30 


Gly Arg 


Phe 


Trp 


Asp 


Tyr 


Leu 


Arg 


Trp 


Val 


Gin 


Thr 


Leu 


Ser 


Glu 


Gin 










35 










40 










45 




Val 


Gin 


Glu 


Glu 


Leu 


Leu 


Ser 


Ser 


Gin 


Val 


Thr 


Gin 


Glu 


Leu 


Arg 


Ala 








50 










55 










60 






Leu 


Met 


Asp 


Glu 


Thr 


Met 


Lys 


Glu 


Leu 


Lys 


Ala 


Tyr 


Lys 


Ser 


Glu 


Leu 






65 










70 










75 








Glu 


Glu 


Gin 


Leu 


Thr 


Pro 


Val 


Ala 


Glu 


Glu 


Thr 


Arg 


Ala 


Arg 


Leu 


Ser 




80 










85 










90 










Lys 


Glu 


Leu 


Gin 


Ala 


Ala 


Gin 


Ala 


Arg 


Leu 


Gly 


Ala 


Asp 


Met 


Glu 


Asp 


95 










100 










105 










110 


Val 


Cys 


Gly 


Arg 


Leu 


Val 


Gin 


Tyr 


Arg 


Gly 


Glu 


Val 


Gin 


Ala 


Met 


Leu 










115 










120 










125 




Gly 


Gin 


Ser 


Thr 


Glu 


Glu 


Leu 


Arg 


Val 


Arg 


Leu 


Ala 


Ser 


His 


Leu 


Arg 








130 










135 










140 






Lys 


Leu 


Arg 


Lys 


Arg 


Leu 


Leu 


Arg 


Asp 


Ala 


Asp 


Asp 


Leu 


Gin 


Lys 


Cys 






145 










150 










155 








Leu 


Ala 


Val 


Tyr 


Gin 


Ala 


Gly 


Ala 


Arg 


Glu 


Gly Ala 


Glu 


Arg 


Gly 


Leu 




160 










165 










170 










Ser 


Ala 


He 


Arg 


Glu 


Arg 


Leu 


Gly 


Pro 


Leu 


Val 


Glu 


Gin 


Gly 


Arg 


Val 


175 










180 










185 










190 


Arg 


Ala 


Ala 


Thr 


Val 


Gly 


Ser 


Leu 


Ala 


Gly 


Gin 


Pro 


Leu 


Gin 


Glu 


Arg 



195 200 205 

Ala Gin Ala Trp Gly Glu Arg Leu Arg Ala Arg Met Glu Glu Met Gly 

210 215 220 

Ser Arg Thr Arg Asp Arg Leu Asp Glu Val Lys Glu Gin Val Ala Glu 

225 230 235 

Val Arg Ala Lys Leu Glu Glu Gin Ala Gin Gin lie Arg Leu Gin Ala 

240 245 250 

Glu Ala Phe Gin Ala Arg Leu Lys Ser Trp Phe Glu Pro Leu Val Glu 
255 260 265 270 

Asp Met Gin Arg Gin Trp Ala Gly Leu Val Glu Lys Val Gin Ala Ala 

275 280 285 

Val Gly Thr Ser Ala Ala Pro Val Pro Ser Asp Asn His 
290 295 



<210> 3 
<211> 1223 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> mRNA 

<222> (1) . . . (1223) 

<223> ApoE mRNA, e3 variant 

<221> CDS 

<222> (84) . . . (1037) 

<221> sig__peptide 
<222> (84) . . . (137) 

<221> mat_peptide 
<222> (138) . . . (1037) 

<400> 3 

gggatccttg agtcctactc agccccagcg gaggtgaagg acgtccttcc ccaggagccg 60 
actggccaat cacaggcagg aag atg aag gtt ctg tgg get gcg ttg ctg gtc 113 

Met Lys Val Leu Trp Ala Ala Leu Leu Val 
-15 -10 

aca ttc ctg gca gga tgc cag gcc aag gtg gag caa gcg gtg gag aca 161 
Thr Phe Leu Ala Gly Cys Gin Ala Lys Val Glu Gin Ala Val Glu Thr 
-5 15" 



gag cog gag ccc gag ctg cgc cag cag acc gag tgg cag age ggc cag 209 

Glu Pro Glu Pro Glu Leu Arg Gin Gin Thr Glu Trp Gin Ser Gly Gin 
10 15 20 

cgc tgg gaa ctg gca ctg ggt cgc ttt tgg gat tac ctg cgc tgg gtg 257 

Arg Trp Glu Leu Ala Leu Gly Arg Phe Trp Asp Tyr Leu Arg Trp Val 
25 30 35 40 

cag aca ctg tct gag cag gtg cag gag gag ctg etc age tee cag gte 305 

Gin Thr Leu Ser Glu Gin Val Gin Glu Glu Leu Leu Ser Ser Gin Val 
45 50 55 



ace cag gaa ctg agg gcg ctg atg gae gag acc atg aag gag ttg aag 



353 



Thr Gin Glu Leu Arg Ala Leu Met Asp Glu Thr Met Lys Glu Leu Lys 
60 65 70 

gcc tac aaa teg gaa ctg gag gaa caa ctg acc ccg gtg gcg gag gag 401 
Ala Tyr Lys Ser Glu Leu Glu Glu Gin Leu Thr Pro Val Ala Glu Glu 
75 80 85 

acg egg gea egg etg tec aag gag ctg eag gcg gcg cag gee egg ctg 44 9 
Thr Arg Ala Arg Leu Ser Lys Glu Leu Gin Ala Ala Gin Ala Arg Leu 
90 95 100 

ggc gcg gac atg gag gac gtg tgc ggc ege ctg gtg cag tac cgc ggc 4 97 
Gly Ala Asp Met Glu Asp Val Cys Gly Arg Leu Val Gin Tyr Arg Gly 
105 110 115 120 

gag gtg cag gcc atg etc ggc cag age acc gag gag ctg egg gtg cgc 545 
Glu Val Gin Ala Met Leu Gly Gin Ser Thr Glu Glu Leu Arg Val Arg 
125 130 135 

etc gee tec cae etg cgc aag ctg cgt aag egg etc etc cgc gat gcc 593 
Leu Ala Ser His Leu Arg Lys Leu Arg Lys Arg Leu Leu Arg Asp Ala 
140 145 150 

gat gac etg eag aag cgc etg gea gtg tac eag gee ggg gee cgc gag 641 
Asp Asp Leu Gin Lys Arg Leu Ala Val Tyr Gin Ala Gly Ala Arg Glu 
155 160 165 

ggc gcc gag cgc ggc etc age gcc ate cgc gag cgc ctg ggg cec ctg 689 
Gly Ala Glu Arg Gly Leu Ser Ala lie Arg Glu Arg Leu Gly Pro Leu 
170 175 180 

gtg gaa cag ggc cgc gtg egg gcc gcc act gtg ggc tec ctg gcc ggc 737 
Val Glu Gin Gly Arg Val Arg Ala Ala Thr Val Gly Ser Leu Ala Gly 
185 190 195 200 

eag ccg eta eag gag egg gee eag gee tgg ggc gag egg ctg ege gcg 785 
Gin Pro Leu Gin Glu Arg Ala Gin Ala Trp Gly Glu Arg Leu Arg Ala 

205 210 215 

egg atg gag gag atg ggc age egg ace ege gac cgc etg gac gag gtg 833 
Arg Met Glu Glu Met Gly Ser Arg Thr Arg Asp Arg Leu Asp Glu Val 
220 225 230 

aag gag cag gtg gcg gag gtg cgc gcc aag ctg gag gag cag gcc cag 881 
Lys Glu Gin Val Ala Glu Val Arg Ala Lys Leu Glu Glu Gin Ala Gin 
235 240 245 

cag ata cgc ctg eag gcc gag gee ttc eag gee ege etc aag age tgg 929 
Gin lie Arg Leu Gin Ala Glu Ala Phe Gin Ala Arg Leu Lys Ser Trp 
250 255 260 

tte gag ece etg gtg gaa gac atg eag cgc eag tgg gee ggg etg gtg 977 
Phe Glu Pro Leu Val Glu Asp Met Gin Arg Gin Trp Ala Gly Leu Val 
265 270 275 280 

gag aag gtg cag get gcc gtg ggc acc age gcc gcc cct gtg cec age 1025 
Glu Lys Val Gin Ala Ala Val Gly Thr Ser Ala Ala Pro Val Pro Ser 



285 



290 



295 



gac aat cac tga acgccgaagc ctgcagccat gcgaccccac gccaccccgt 1077 
Asp Asn His * 



gcctcctgcc tccgcgcagc ctgcagcggg agaccctgtc cccgccccag ccgtcctcct 1137 
ggggtggacc ctagtttaat aaagattcac caagtttcac gcaaaaaaaa aaaaaaaaaa 1197 
aaaaaaaaaa aaaaaaaaaa aaaaaa 1223 

<210> 4 
<211> 317 
<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> (1) . . . (18) 



<400> 4 



Met 


Lys 


Val 


Leu 


TrD 


Ala 


Ala 


Leu 


Leu 


Val 


Thr 


Phe 


Leu 


Ala 


Gly 


Cys 








-15 










-10 










-5 






Gin 


Ala 


Lys 


Val 


Glu 


Gin 


Ala 


Val 


Glu 


Thr 


Glu 


Pro 


Glu 


Pro 


Glu 


Leu 






1 








5 










10 










Arg 


Gin 


Gin 


Thr 


Glu 


TrD 


Gin 


Ser 


Glv 


Gin 


Arg 


Trp 


Glu 


Leu 


Ala 


Leu 


15 










20 










25 










30 


Gly Arg 


Phe 




Asp 


Tvr 


Leu 


Arg 


Tro 


Val 


Gin 


Thr 


Leu 


Ser 


Glu 


Gin 










35 










40 










45 




Val 


Gin 


Glu 


Glu 


Leu 


Leu 


Ser 


Ser 


Gin 


Val 


Thr 


Gin 


Glu 


Leu 


Arg 


Ala 








50 










55 










60 






Leu 


Met 


Asp 


Glu 


Thr 


Met 


Lvs 


Glu 


Leu 


Lvs 


Ala 


Tyr 


Lvs 


Ser 


Glu 


Leu 






65 










70 










75 








Glu 


Glu 


Gin 


Leu 


Thr 


Pro 


Val 


Ala 


Glu 


Glu 


Thr 


Arg 


Ala 


Arg 


Leu 


Ser 




80 










85 










90 










Lys 


Glu 


Leu 


Gin 


Ala 


Ala 


Gin 


Ala 


Arg 


Leu 


Gly Ala 


Asp 


Met 


Glu 


Asp 


95 










100 










105 










110 


Val 


Cys 


Gly 


Arg 


Leu 


Val 


Gin 


Tyr 


Arg 


Gly 


Glu 


Val 


Gin 


Ala 


Met 


Leu 










115 










120 










125 




Gly 


Gin 


Ser 


Thr 


Glu 


Glu 


Leu 


Arg 


Val 


Arg 


Leu 


Ala 


Ser 


His 


Leu 


Arg 








130 










135 










140 






Lys 


Leu 


Arg 


Lys 


Arg 


Leu 


Leu 


Arg 


Asp 


Ala 


Asp 


Asp 


Leu 


Gin 


Lys 


Arg 






145 










150 










155 








Leu 


Ala 


Val 


Tyr 


Gin 


Ala 


Gly 


Ala 


Arg 


Glu 


Gly 


Ala 


Glu 


Arg 


Gly 


Leu 




160 










165 










170 










Ser 


Ala 


He 


Arg 


Glu 


Arg 


Leu 


Gly 


Pro 


Leu 


Val 


Glu 


Gin 


Gly 


Arg 


Val 


175 










180 










185 










190 


Arg 


Ala 


Ala 


Thr 


Val 


Gly 


Ser 


Leu 


Ala 


Gly 


Gin 


Pro 


Leu 


Gin 


Glu 


Arg 










195 










200 










205 




Ala 


Gin 


Ala 


Trp 


Gly 


Glu 


Arg 


Leu 


Arg 


Ala 


Arg 


Met 


Glu 


Glu 


Met 


Gly 








210 










215 










220 






Ser 


Arg 


Thr 


Arg 


Asp 


Arg 


Leu 


Asp 


Glu 


Val 


Lys 


Glu 


Gin 


Val 


Ala 


Glu 






225 










230 










235 








Val 


Arg 


Ala 


Lys 


Leu 


Glu 


Glu 


Gin 


Ala 


Gin 


Gin 


He 


Arg 


Leu 


Gin 


Ala 




240 










245 










250 










Glu 


Ala 


Phe 


Gin 


Ala 


Arg 


Leu 


Lys 


Ser 


Trp 


Phe 


Glu 


Pro 


Leu 


Val 


Glu 


255 










260 










265 










270 


Asp 


Met 


Gin 


Arg 


Gin 


Trp 


Ala 


Gly 


Leu 


Val 


Glu 


Lys 


Val 


Gin 


Ala 


Ala 



275 280 
Val Gly Thr Ser Ala Ala Pro Val Pro Ser Asp Asn His 
290 295 



285 



<210> 5 
<211> 1223 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> rtiRNA 

<222> (1) . . . (1223) 

<223> ApoE itiRNA, e4 variant 

<221> CDS 

<222> (84) . . . (1037) 

<221> sig_peptide 
<222> (84) . . . (137) 

<221> mat_peptide 
<222> (138) . . . (1037) 

<400> 5 

gggatccttg agtcctactc agccccagcg gaggtgaagg acgtccttcc ccaggagccg 60 
actggccaat cacaggcagg aag atg aag gtt ctg tgg get gcg ttg ctg gtc 113 

Met Lys Val Leu Trp Ala Ala Leu Leu Val 
-15 -10 

aca ttc ctg gca gga tgc cag gcc aag gtg gag caa gcg gtg gag aca 161 
Thr Phe Leu Ala Gly Cys Gin Ala Lys Val Glu Gin Ala Val Glu Thr 
-5 15 



gag ccg gag ccc gag ctg cgc cag cag acc gag tgg cag age ggc cag 209 

Glu Pro Glu Pro Glu Leu Arg Gin Gin Thr Glu Trp Gin Ser Gly Gin 

10 15 20 

cgc tgg gaa ctg gca ctg ggt cgc ttt tgg gat tac ctg cgc tgg gtg 257 

Arg Trp Glu Leu Ala Leu Gly Arg Phe Trp Asp Tyr Leu Arg Trp Val 

25 30 35 40 

cag aca ctg tct gag cag gtg cag gag gag ctg etc age tec cag gtc 305 

Gin Thr Leu Ser Glu Gin Val Gin Glu Glu Leu Leu Ser Ser Gin Val 

45 50 55 

acc cag gaa ctg agg gcg ctg atg gac gag acc atg aag gag ttg aag 353 

Thr Gin Glu Leu Arg Ala Leu Met Asp Glu Thr Met Lys Glu Leu Lys 

60 65 70 

gcc tac aaa teg gaa ctg gag gaa caa ctg ace ccg gtg gcg gag gag 401 

Ala Tyr Lys Ser Glu Leu Glu Glu Gin Leu Thr Pro Val Ala Glu Glu 

75 80 85 



aeg egg gca egg ctg tec aag gag ctg cag gcg gcg cag gcc egg ctg 4 49 
Thr Arg Ala Arg Leu Ser Lys Glu Leu Gin Ala Ala Gin Ala Arg Leu 
90 95 100 



ggc gcg gac atg gag gac gtg cgc ggc cgc ctg gtg cag tac cgc ggc 4 97 
Gly Ala Asp Met Glu Asp Val Arg Gly Arg Leu Val Gin Tyr Arg Gly 
105 110 115 120 

gag gtg cag gcc atg etc ggc cag age acc gag gag ctg egg gtg cgc 545 
Glu Val Gin Ala Met Leu Gly Gin Ser Thr Glu Glu Leu Arg Val Arg 
125 130 135 

etc gcc tec cae ctg cgc aag ctg cgt aag egg etc etc cgc gat gcc 593 
Leu Ala Ser His Leu Arg Lys Leu Arg Lys Arg Leu Leu Arg Asp Ala 
140 145 150 

gat gac ctg cag aag cgc ctg gca gtg tac cag gcc ggg gcc cgc gag 641 
Asp Asp Leu Gin Lys Arg Leu Ala Val Tyr Gin Ala Gly Ala Arg Glu 
155 160 165 

ggc gee gag cgc ggc etc age gcc ate cgc gag cgc ctg ggg ccc ctg 68 9 
Gly Ala Glu Arg Gly Leu Ser Ala lie Arg Glu Arg Leu Gly Pro Leu 
170 175 180 

gtg gaa cag ggc cgc gtg egg gee gee act gtg ggc tee ctg gee ggc 737 
Val Glu Gin Gly Arg Val Arg Ala Ala Thr Val Gly Ser Leu Ala Gly 
185 190 195 200 

cag ceg eta cag gag egg gcc cag gcc tgg ggc gag egg ctg ege gcg 785 
Gin Pro Leu Gin Glu Arg Ala Gin Ala Trp Gly Glu Arg Leu Arg Ala 
205 210 215 

egg atg gag gag atg ggc age egg ace cgc gac ege ctg gac gag gtg 833 
Arg Met Glu Glu Met Gly Ser Arg Thr Arg Asp Arg Leu Asp Glu Val 
220 225 230 

aag gag cag gtg gcg gag gtg cgc gee aag ctg gag gag cag gcc cag 881 
Lys Glu Gin Val Ala Glu Val Arg Ala Lys Leu Glu Glu Gin Ala Gin 
235 240 245 

cag ata cgc ctg cag gcc gag gee ttc cag gcc ege etc aag age tgg 929 
Gin lie Arg Leu Gin Ala Glu Ala Phe Gin Ala Arg Leu Lys Ser Trp 
250 255 260 

ttc gag ccc ctg gtg gaa gac atg cag cgc cag tgg gee ggg ctg gtg 977 
Phe Glu Pro Leu Val Glu Asp Met Gin Arg Gin Trp Ala Gly Leu Val 
265 270 275 280 

gag aag gtg cag get gcc gtg ggc acc age gcc gcc cct gtg ccc age 1025 
Glu Lys Val Gin Ala Ala Val Gly Thr Ser Ala Ala Pro Val Pro Ser 
285 290 295 

gac aat cae tga acgecgaage ctgeagceat gcgaeeccac gccaeecegt 1077 
Asp Asn His * 



geeteetgee teegegeage ctgeagcggg agaeeetgte cecgecccag cegtceteet 1137 
ggggtggaee etagtttaat aaagattcac caagtttcac geaaaaaaaa aaaaaaaaaa 1197 
aaaaaaaaaa aaaaaaaaaa aaaaaa 1223 



<210> 6 
<211> 317 
<212> PRT 

<213> Homo sapiens 

<220> 

<221> SIGNAL 
<222> (1) . . . (18) 

<400> 6 



Met 


Lys 


Val 


Leu 


Trp 


Ala 


Ala 


Leu 


Leu 


Val 


Thr 


Phe 


Leu 


Ala 


Gly 


Cvs 

Jr 








-15 










-10 










-5 






Gin 


Ala 


Lys 


Val 


Glu 


Gin 


Ala 


Val 


Glu 


Thr 


Glu 


Pro 


Glu 


Pro 


Glu 


Leu 






1 








5 










10 










Arg 


Gin 


Gin 


Thr 


Glu 


Trp 


Gin 


Ser 


Gly 


Gin 


Arg 


Trp 


Glu 


Leu 


Ala 


Leu 


15 










20 










25 










30 


Gly 


Arg 


Phe 


Trp 


Asp 


Tyr 


Leu 


Arg 


Trp 


Val 


Gin 


Thr 


Leu 


Ser 


Glu 


Gin 










35 










40 










45 




Val 


Gin 


Glu 


Glu 


Leu 


Leu 


Ser 


Ser 


Gin 


Val 


Thr 


Gin 


Glu 


Leu 


Ara 


Ala 








50 










55 










60 






Leu 


Met 


Asp 


Glu 


Thr 


Met 


Lvs 


Glu 


Leu 


Lvs 


Ala 


Tvr 


Lvs 


Ser 


Glu 


Leu 






65 










70 










75 








Glu 


Glu 


Gin 


Leu 


Thr 


Pro 


Val 


Ala 


Glu 


Glu 


Thr 


Arg 


Ala 


Arg 


Leu 


Ser 




80 










85 










90 










Lys 


Glu 


Leu 


Gin 


Ala 


Ala 


Gin 


Ala 


Arq 


Leu 


Gly 


Ala 


Asp 


Met 


Glu 


Asp 


95 










100 










105 










110 


Val 


Arg 


Gly 


Arg 


Leu 


Val 


Gin 


Tyr 


Arg 


Gly 


Glu 


Val 


Gin 


Ala 


Met 


Leu 










115 










120 










125 




Gly 


Gin 


Ser 


Thr 


Glu 


Glu 


Leu 


Arg 


Val 


Ara 


Leu 


Ala 


Ser 


His 


Leu 


Ara 








130 










135 










140 






Lys 


Leu 


Arg 


Lys 


Arg 


Leu 


Leu 


Arg 


Asp 


Ala 


Asp 


Asp 


Leu 


Gin 


Lvs 


Ara 






145 










150 










155 








Leu 


Ala 


Val 


Tyr 


Gin 


Ala 


Gly 


Ala 


Arg 


Glu 


Gly 


Ala 


Glu 


Arg 


Gly 


Leu 




160 










165 










170 










Ser 


Ala 


He 


Arg 


Glu 


Arg 


Leu 


Gly 


Pro 


Leu 


Val 


Glu 


Gin 


Gly 


Arg 


Val 


175 










180 










185 










190 


Arg 


Ala 


Ala 


Thr 


Val 


Gly 


Ser 


Leu 


Ala 


Gly 


Gin 


Pro 


Leu 


Gin 


Glu 


Arg 










195 










200 










205 




Ala 


Gin 


Ala 


Trp 


Gly 


Glu 


Arg 


Leu 


Arg 


Ala 


Arg 


Met 


Glu 


Glu 


Met 


Gly 








210 










215 










220 






Ser 


Arg 


Thr 


Arg 


Asp 


Arg 


Leu 


Asp 


Glu 


Val 


Lys 


Glu 


Gin 


Val 


Ala 


Glu 






225 










230 










235 








Val 


Arg 


Ala 


Lys 


Leu 


Glu 


Glu 


Gin 


Ala 


Gin 


Gin 


He 


Arg 


Leu 


Gin 


Ala 




240 










245 










250 










Glu 


Ala 


Phe 


Gin 


Ala 


Arg 


Leu 


Lys 


Ser 


Trp 


Phe 


Glu 


Pro 


Leu 


Val 


Glu 


255 










260 










265 










270 


Asp 


Met 


Gin 


Arg 


Gin 


Trp 


Ala 


Gly 


Leu 


Val 


Glu 


Lys 


Val 


Gin 


Ala 


Ala 










275 










280 










285 




Val 


Gly 


Thr 


Ser 


Ala 


Ala 


Pro 


Val 


Pro 


Ser 


Asp 


Asn 


His 









290 295 



